INTERPRETATION TABLE

DQB1 high resolution SSP typing

Amplification patterns of the DQB1*0201 to DQB1*0634 alleles

Well5
1]2/3]4a|s]6]7]8]|9]10/11/12]13]14]15|16]17|18]19|20]21|22]23| 24
Length of spec. |[120] 85 |145|140| 145/ 165|220/ 135[190| 135| 95 | 125|110| 135| 135| 260 165| 190  135| 130| 205| 205 135| 120
PCR product 180|185 220 130 140/ 260 300|220
Length of |nt 5151430] 5151 430|430 5151 515]5151515]430|430|430|430|430|430)515]1430| 430 5154430 515§430|430| 430
pos. control®
5'_Drimer(s)2 30| 571|135/ 30| 38|45 | 26| 26| 26| 26 | 26| 38|49 | 14| 13| 13| 26|27 |55| 57| 23| 23| 26| 30
HEEE N I I A A T
102|136 135 38 55 1135 102| 38
hl— % ;,,{ z«>< z«>< en< zo'_ hl—
els A oK 2|3
63
3'_Drimer(s)3 57| 71|170| 77| 86| 86 | 86| 57|86 |57 |55|62|86|86|45| 86|67 |86|86|86| 77| 77| 57|57
B I I P I U U A O O S A S I S I O I S e I
135|170 185 70 167 189 87
«% ;v% in?'; a,§ zv% iv§ mé
Well No. 1]2/3]4a|5]6]7]|8[9]10/11|12{13|14]15|16|17|18/19|20|21|22]23]24
DOB1 allele’
*020101-020102 | 1 3 8|9
*0202 1 4 8|9
*0203 20 |4l | < N O O O A R R
*0204 1 3 5 8|9
*0205 1) [3la] | | fsfol | | | | L
*030101-030102,
- 3 6 7 16 19 20
*030103 <2 - 1 = A I A
*030201-030204 3 8|9 19
*030302-030303 | 3] | 9| | | ] | 1920 | | |
*0304 3 6 7 10 16 19
*030501-030504 3] . 9| |11 — 19| —
*0306 3 9 12 19 20
Well No. 1/2/3l4[5]6]7]8]9l10/11]12|13]14]15/16[17]18/19]20{21]22/23]24
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Well No. 1123|456 |7|8(19(10/11/12|113/14|15/16|17|1819|20]|21|22|23|24
*061102 3

*0612 3] | ||
*0613 3

*0614 13 | ||
*0615 3

*0616 3] | ||
*0617 3

*0618 13 | ||
*0619 3

*0620 3] | ||
*0621 3

*0622 13 | ||
*0623 3

*0624 3] | ||
*0625 3

*0626N 3] | |
*0627 3

*0628 3] | 18
*0629 3 8

*0630 13 | ||
*0631 3

*0632 3] | ||
*0633 3

*0634 3 17
DOB1 allele?

Well No. 1123|456 |7|8(19(10/11/12|113/14|15/16|17|18[19(20]21|22|23|24




INTERPRETATION TABLE

DQB1 high resolution SSP typing

Amplification patterns of the DQB1*0201 to DQB1*0634 alleles

Well5
25126/ 27/28|29/30|31/32[33/34/35/ 36|37/ 38|39/ 40| 41 42| 43 44| 45| 46| 47
95 |120|210|185]130|160|170|210]170|130|260|210]180| 95 |190|110]J175|135|215|160]130| 160|155 Length Of SpeC_
185 150 265 210 PCR product
5151430|430|430]|430|430§515]515§430|430515]430|430(430|430(430|430|430]515§430]515§5154430 Length of int.
pos. control®
303030 9|27| 9|27 |30|27|27|14,30|27| 9| 9 | 26|27 |26|11| 9|5730]| 9 5'-Drimer(s)2
HHHEEHEREE B EHE R
30 133 29
a_ S S
5 = 3
47 | 57| 86 | 57| 57| 48| 70| 86| 70| 57|86 |86 74|27 |57 |48 71|57 |86| 48|86 | 70 | 47 3'-Drimer(s)3
E”é m'a E"S, "‘: ?T:: MS 2'18 5'8 mb & g ?"8 5'8 MS’ iol': L) :E mg h’a m'L_) 508, mg 508 @8 qu,
B PR S O I I O L SIS I S G G BT (G I I I S
87 57 | 60 | 170 86
mg m'L_) ;,E ;v% EV>§
25/26|27/28[29/30/31/32|33|34|35|36|37|38|39/40(41|42|43]44|45| 46|47 Well No.
DOB1 allele®
*020101-020102
*0202
IR O A O A O A *0203
*0204
[N A O A *0205
*030101-030102,
030104
I T A T O O O O A L *030103
*030201-030204
|| *030302-030303
*0304
| *030501-030504
*0306
25/26|27/28|29/30]31/32|33]34]35/36]|37/38|39| 40| 41| 42| 43] 44| 45| 26| 47 Well No.
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